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Research Interests

I am engaged in the mathematical and algorithmic analysis of DNA and amino acid sequences. I work on the attribution of function to anonymous sequences, specifically, on the identification and classification of restriction enzymes and their cognate methylases. Substantiating the activity of these proteins, predicting and engineering their specificity is the main target of my studies. Developing computational tools for the support of established and emerging restriction enzyme technologies is also among my interests. My other activities include the analysis of genome organization, and sequence data mining for clues about evolutionary developments.
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